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A DNA binding model depicting the catalytic domain of At-HIGLE (PDB: 7WME) from 

A. thaliana interacting with a replication fork. The bound DNA was modelled by superimposing 

catalytic domain of At-HIGLE with DNA bound structure of R.Eco29kI (PDB: 3NIC) and DNA 
CCD3bound structure of Thielavia terrestris Slx1-Slx4  complex (PDB: 6SEI)
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